Homework 1

BIMM 173

Spring 2010
due Wed. April 14 
1.  You are given the following sequence to analyze:

cctatgtact ttctgttggc caacctatcc tttgttgata tgtggctttc ctcagtaact       actcctaaga tgatcacaga ctttttcagg gaaaacaaga ccatttcctt ttcaggctgc       atgtcccagg tcttctttgc tcattgcatt gctgcaggag agatggtgct gttggtagta       atggcatatg accgttatgt ggccatctgc aagccactcc actacttcac catcatgaac       ctgaaaagat gcactgggtt ggtgttgact tcctggacca ttggctttgt gcatgccttg       agtcacctgg tagtgattgt ggaactgcct ttttgtagcg ccaaggaaat cgatagtttc       ttctgtgaca tgcctctggt aatcaagcta gcctgtatgg attctcataa tttggatatt 

A.  What protein is most likely encoded by this sequence?  What program did you use to figure this out?

B.  What organism does this particular sequence come from?
C.  Give a brief summary of what the protein does.  Is it part of a larger family of proteins?  

D.  Find an ortholog in another organism.  Compare the protein sequences of this gene from the 2 different organisms. What program would you use?   How similar/different are the proteins? Paste the results of your search here:
2.  Choose one type of “next generation” sequencing method.  Write a short description of how this method works.  Some information is found on the Genome Sequencing Information page posted on WebCT.  I also posted a brief review article that might give you some ideas.  

3.  What does the program 4 Peaks allow you to do?  

4.  While carrying out a DNA sequencing reaction, what might happen if you have too much salt in your reaction?  (Note: DNA sequencing troubleshooting sheet is posted on WebCT).  
