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Confidence (0=low, 9=high)
Predicted secondary structure (H=helix, E=strand, C=coil)
Target sequence

942000789999999999999999998616433587663335877612201587426878
CCCCCCHHHHHHHHHHHHHHHHHHHHHHCCCCCCCCCCCCCCCCCCHHHHHHHHHCCCHH
MLFPISMSATEFLLASVIFCLVFWVIRASRPQVPKGLKNPPGPWGWPLIGHMLTLGKNPH

10 20 30 40 50 60

999999984488568997893479841767889999626742246764432010367762
HHHHHHHHHCCCCEEEEECCCEEEEECCHHHHHHHHHHCCCCCCCCCCCCCHHCCCCCCC
LALSRMSQQYGDVLQIRIGSTPVVVLSGLDTIRQALVRQGDDFKGRPDLYTFTLISNGQS

70 80 90 100 110 120

021477527999999876665233024433345654336799999999999999985058
EEECCCCCHHHHHHHHHHHHHHCCCHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHCCC
MSFSPDSGPVWAARRRLAQNGLKSFSIASDPASSTSCYLEEHVSKEAEVLISTLQELMAG

130 140 150 160 170 180

972046899988789988898742665530257899999999999985124534322100
CCCCCHHHHHHHHHHHHHHHHHHCCCCCCCHHHHHHHHHHHHHHHHHHCCCCCCCCCCCC
PGHFNPYRYVVVSVTNVICAICFGRRYDHNHQELLSLVNLNNNFGEVVGSGNPADFIPIL

190 200 210 220 230 240

014645899999999999999999999886530244412468899999888754201443
CCCCCHHHHHHHHHHHHHHHHHHHHHHHHHHHHCCCCCHHHHHHHHHHHHHHHHHHCCCC
RYLPNPSLNAFKDLNEKFYSFMQKMVKEHYKTFEKGHIRDITDSLIEHCQEKQLDENANV

250 260 270 280 290 300

688899999999997311357899999999998308743689999999871577876445
CCCHHHHHHHHHHHHHCCHHHHHHHHHHHHHHHHCCCCHHHHHHHHHHHHHCCCCCCCHH
QOLSDEKIINIVLDLFGAGFDTVTTAISWSLMYLVMNPRVOQRKIQEELDTVIGRSRRPRLS

310 320 330 340 350 360

651360268999888887406876542115541203885847887266213542165202
HHHCCCHHHHHHHHHHHHHCCCCCCCCCCCCCCEECCCCEECCCCEEEECHHHHCCCCCC
DRSHLPYMEAFILETFRHSSFVPFTIPHSTTRDTSLKGFYIPKGRCVFVNQWQINHDQKL

370 380 390 400 410 420

588653556556765320101588642447873430232058999999999997501267



Pred: CCCCCEECCCCCCCCCCCHHCCCCCCCCCCCCCCCCCCCHHHHHHHHHHHHHHHHCCEEE
AA: WVNPSEFLPERFLTPDGAIDKVLSEKVIIFGMGKRKCIGETVARWEVFLFLAILLORVEF
430 440 450 460 470 480

Conf: 60778878750110057468996058998569

Pred: ECCCCCCCCCEEEEEEEECCCCCEEEEEEECC

AA: SVPLGVKVDMTPIYGLTMKHACCEHFQMQLRS
490 500 510

Calculate PostScript, PDF and JPEG graphical output for this result
using:

http://bioinf.cs.ucl.ac.uk/cgi-bin/psipred/gra/nph-
view2.cgi?id=106452363620584



